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Phylogenetic position of the parasite KEY FACTS:

Viral integration into the genome
and number of hosted viral species

e This is the oldest insect-parasitic
species currently classified in the
genus Leptomonas.

e |t was first described in Romania in
1912 (as Herpetomonas pyrrhocoris)
but was later found in other European

countries as well as in Asia, Central
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Relatedness of the virus and high-quality, nearly chromosome-
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level genome assembly of a
monoxenous trypanosomatid.

e Some isolates retain traces of past
viral infections as endogenous viral

Endotrypanum Blastocrithidia triatomae TLV-EVE
Porcisia Vai augu virus elements, which could have been
Leishmania (Mundinia) % introduced into their genomes via
Leishmania (Viannia) {3 :’thebr lik - 9
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Leishmaniatae Leishmania (Leishmania) $& $% viruses
Trends In Parasltology DISEASE FACTS:
Leptomonas pyrrhocoris is a common parasite of the firebug Pyrrhocoris apterus. In contrast to most insect- ~ ®  The life cycle of L. pyrrhocoris is

restricted trypanosomatids, it is incapable of long-term survival in the environment. Moreover, it does not attach monoxenous, that is, it lacks host

to the intestinal wall but can exit into the hemocoel and colonize other host organs, including the salivary glands. switching.

The gregarious lifestyle and the omnivorous habit of P. apterus result in frequent coprophagy, cannibalismtoward ~ ® There are two main morphologically

dead and vulnerable molting insects, as well as contamination of food objects during collective feeding. These distinct developmental stages:

factors ensure intensive parasite exchange in firebug populations, with prevalence in adults reaching 100%. All flagellated promastigotes and

of the above contribute to a rich virosphere of L. pyrrhocoris, with seven viral species characterized—by far the endomastigotes devoid of an external

highest count yet reported in Trypanosomatidae. Due to the high mobility of P. apterus, strains of L. pyrrhocoris flagellum.

from different populations can interact, enabling viral exchange, reassortment, and recombination. ¢ Despite its ability to migrate
through host tissues throughout
the insect body, L. pyrrhocoris

Ultrastructure Localization Transmission does not critically affect host
(based on a TEM micrograph) (observed in natural (determined experimentally) L \ . .
flagellum infections) _ viability, implying evolutionary co-
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adaptation between host and
parasite.

TAXONOMY AND CLASSIFICATION:
PHYLUM: Euglenozoa

CLASS: Kinetoplastea

ORDER: Trypanosomatida
FAMILY: Trypanosomatidae
SUBFAMILY: Leishmaniinae

body - INFRAFAMILY: Crithidiatae
coGn?,I)?é; via cannibalism GENUS: Leptomonas*
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SPECIES: L. pyrrhocoris

*A nonmonophyletic taxon. The revision
of the infrafamily Crithidiatae, to which it
belongs, is pending.
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including those for text and data mining, ,.)

Al training, and similar technologies.
Check for
updates


https://orcid.org/0000-0002-1516-437X
https://orcid.org/0000-0003-1444-3104
https://orcid.org/0000-0003-4765-3263
http://crossmark.crossref.org/dialog/?doi=10.1016/j.pt.2026.07.015&domain=pdf

Trends in Parasitology

Acknowledgments
This work was supported by the EU via the Operational Programme Just Transition and the Ministry of the Environment
(CZ.10.03.01/00/22_003/0000003 Life Environment Research Center Ostrava (LERCO) to V.Y.) and by State Assignments for
the Zoological Institute of Russian Academy of Sciences Nos. 125012800894-6 and 125012800903-5 (to A.Yu.K. and A.O.F.).

Declaration of interests
The authors declare no competing interests.

Resources
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